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PI Name________________________________________ Contact name____________________________________ 
Phone __________________________________________ Email __________________________________________ 
PTAO _ _ _ _ _ _-_ _ _-_ _ _ _ _ _ _- _ _ _ _ _   

Illumina GAII  Sequencing Sample Submission Form 
Please bring this form with you when you drop off samples. 

Sample Sample Name Organism Library 
Type* 

Paired 
End 

Library 
Size (bp) Conc. nM** Run Conc. 

pM 
# cycles 

(up to 42) 

1 PhiX control PhiX   yes / no         
2       yes / no         
3       yes / no         
4       yes / no         
5       yes / no         
6       yes / no         
7       yes / no         
8       yes / no         

*Library Types:  smRN;  Genomic;  Whole Transcriptome (WTA);   ChIP seq;   Digital Gene Expression (NlaIII or DpnII) 

**Libraries should be 10nM upon submission if at all possible.  It is the responsibility of the submitting researcher to QC their library as per 
Illumina’s protocol before submitting for analysis and to list accurate library information above. 
 
What QC method did you use:___________________________________________________________________________________ 

____________________________________________________________________________________________________________ 

 
Additional Comments: _________________________________________________________________________________________ 

____________________________________________________________________________________________________________ 

____________________________________________________________________________________________________________ 

 
 
Dropped off by____________________________   Date_________ Accepted by_____________________________   Date__________ 


